
Bioinformatics	position	
	
The	 “Laboratoire	de	Biologie	Moléculare	et	Cellulaire	du	Cancer”	 (LBMCC)	 is	a	 cancer	
research	 lab	with	a	team	of	15	researchers	dedicated	to	basic	and	applied	research	 in	
the	field	of	cancer	and	inflammation.	The	lab	has	four	main	research	interests:	

• Natural	products	
• Anemia	and	Cancer	
• Epigenetics	
• Cell	death	and	inflammation	

	
Recent	publications	can	be	found	below	[1-7].	For	 in-depth	 information	about	the	 lab,	
please	visit:	https://lbmcc.mysciencework.com	
	
The	 applicant	 will	 actively	 contribute	 to	 the	 functional	 analysis	 of	 gene	 expression	
(microarray,	RNA	seq)	and	proteomics	data	in	close	collaboration	with	the	scientists	of	
the	lab.	
	
Applicants	 should	 demonstrate	 proficiency	 in	 statistics	 and	 analysis	 using	 R	 and	
Bioconductor,	 and	be	able	 to	use	data	 from	public	 repositories	 such	as	TCGA	or	GEO.	
The	 candidate	 should	 have	 a	 strong	 experience	 in	 using	 software	 tools	 for	 functional	
analysis	based	on	Gene	Ontology,	KEGG	pathway	and	TFBS	motif	enrichment	analysis,	
as	well	as	network	analysis	software	Cytoscape.	
	
Furthermore,	 a	 good	 biological	 background	 related	 to	 the	 lab’s	 research	 topics	 is	
required	for	the	interpretation	of	data	in	close	collaboration	with	the	researchers	of	the	
lab.	 The	 candidate	 will	 also	 support	 lab	 members	 with	 the	 statistical	 analysis	 of	
experiments.	Knowledge	of	GraphPad	Prism	would	be	considered	as	an	advantage.	
	
The	 candidate	 will	 help	 to	 maintain	 the	 lab’s	 Mac	 computers	 and	 interact	 with	 the	
hospital’s	IT	department.	
	
Candidates	should	have	a	Ph.D.	degree.	Excellent	communication	and	writing	skills	are	
required.	The	lab's	working	language	is	English.	
	
This	is	a	one-year	fixed-term	contract	which	can	be	renewed	and	become	a	permanent	
contract.	
	
Please	send	a	letter	of	interest,	CV	with	list	of	publications	and	the	contact	information	
of	three	references	by	email	to:	
	
Prof.	Marc	Diederich	
Fondation	Recherche	Cancer	et	Sang	
Laboratoire	de	Biologie	Moléculaire	et	Cellulaire	du	Cancer	(LBMCC)	
Hôpital	Kirchberg,	Luxembourg	
Email:	marc.diederich@lbmcc.lu	
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