IBIVU symposium

[ Comparing building blocks of life ]

Date:

Friday 15 January, 2010

Time;
09.00 —11.45
Room:

VU W&N building, room C121
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PROGRAMME

ﬁ.oo _09.15

09.15 -09.30

09.30 - 10.00
10.00 - 10.30

10.30 - 10.45

10.45 -11.15

11.15-11.45

4

Coffee/Tea
Opening/Introduction

Fast scalable clustering of huge numbers of
sequences (for making guide trees)
Des Higgins, University College Dublin

What to do with poor alignments and bad
secondary structure predictions?
William Taylor, NIMR, London

Coffee break
Perspectives of orthology
Jack Leunissen, Wageningen University

Prediction and comparison of extracellular

proteins of bacteria
Roland Siezen, CMBI, Nijmegen /

netherlands
n I c bioinformatics
- centre
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