
 We want to contribute to the development of responsible food for a growing world population. That is our mission.” Gerard Backx (CEO). 

 HZPC Research B.V. is looking for an experienced and motivated colleague to join the team as: 

Bioinformatics Scientist

Your opportunity: Jan de Haas (Program Leader Molecular Biology & Bioinformatics):
Effective modern breeding requires a combination of classical breeding skills and cutting edge technologies and analysis methods in the fields of phenotyping, genetics, big data handling, statistics and genomic breeding. The basis for modern genomic breeding is the structural and functional bioinformatics study of the genome and the allelic variation of genes at the DNA, RNA and protein sequence level. Recent developments in next generation sequencing (NGS) technologies and the application of new software tools for sequence assembly, database storage and data visualization, make this field of research exciting and challenging for bioinformatics scientists. When you have the drive to study, unravel and fully explore the complex genomic information of one of the most important food crops with state of the art software, tools and principles, you are welcome to apply for the described function. The successful candidate will be stationed in Metslawier. We actively strive to be a preferred place for professionals to build meaningful and rewarding careers for you and the company. 


Your contribution: Within the Molecular Biology & Bioinformatics team of HZPC Research we are looking for a Bioinformatics Scientist with proven skills in the development and application of bioinformatics pipelines and tools for efficient SNP discovery, NGS-based data mining, genome assembly and genome annotation. Within HZPC you have the unique possibility to be involved in a number of internal and external projects, while working closely and interacting with teams in the field of Molecular Biology, Biometry & Quantitative Genetics, Biochemistry, Phytopathology and Breeding & Selection. Our colleagues are involved in the breeding & selection process in all disciplines relevant for a modern breeding company. As a Bioinformatics Scientist you will be engaged in various activities related to NGS-based research to effectively make use of gene and genomic data for the development and application of genomic breeding & selection purposes according to state of the art principles. 

Your profile: Are you experienced in the field of bioinformatics data analysis? Do you wish to continue challenging and developing yourself? Are you skilled in plant, animal and/or human sequence datasets and infrastructures for their analysis and interpretation? If so we like to invite you to contact us! 

· You have a PhD in bioinformatics (or equivalent life science specialization). Alternatively, you have an MSc degree with a minimum of 4 years of relevant experience in bioinformatics. Candidates with a background in computer science, who have specialized in bioinformatics are also welcome to apply.
· You have proven experience in the quality control, interpretation and organization of Next Generation Sequencing (NGS) sequence data from various sequencing technologies, using a subset of tools like CLC Genomics Workbench/Server, FALCON, SMRT Link, BWA, BLAST, SAMtools, BCFtools,, GATK Toolkit, HMMER, Augustus, etc.
· You preferably have experience or at least affinity with Linux, Bash, SQL, R, Java, Python or Perl to be able to program routines for pipelines and data analysis.
· You have ability to conceptualize, graphically visualize, develop and implement databases and analysis pipelines and scripts to address research questions.
· You have strong analytical skills and attention to details and a rapid learning agility.
· You have excellent self-management skills to be able to work both independently and in a team.
· You are a good networker with interpersonal and relationship skills.
· You are flexible (in view of variation of activities within and over projects) and you share your knowledge and skills with your team & colleagues. Moreover, you attach high value to quality and effectiveness in reporting.
· You are driven to continuously develop yourself and willing to expand your knowledge and expertise and that of the team. 
· Having affinity with plant research is a plus (but not obligatory).


We offer you: 
· A challenging job with many independent aspects. 
· An innovative environment with respect to the application of bioinformatics in breeding and selection.
· A professional work climate and enthusiastic colleagues. 
· Good working conditions. 
· A flexible organization with a view to the future and the employee. 
· A career within a healthy international enterprise. 

Our company: HZPC Research B.V. is recognized as a world leader in the marketing of seed potatoes for various applications. We have more than 10 branch offices abroad. Together with our well over 250 employees, 900 growers, 40 breeders and foreign branch offices we are dedicated to the development and commercialization of new, specific varieties. Our seed potatoes are exported to more than 80 countries. 
Our Research & Development Centre is located in Metslawier and in addition to our advanced laboratory and greenhouse complex, we have more than 30 trial fields in different climate zones. With the aid of various innovative technologies we focus on potato breeding. Our R&D team consists of various breeders and research groups for Molecular Biology/Bioinformatics, Quality/Biochemistry, Biometrics/Quantitative Genetics and Plant Pathology. Moreover, our Operations group takes care of routine activities and analyses. 
These teams are focused on quality control and advanced analysis of phenotypic, genetic and genomic datasets originating from a range of breeding and R&D activities and apply them for innovative breeding.

Your reaction: 

[bookmark: _GoBack]For more information on the position you can contact Jan de Haas (Program Leader Molecular Biology & Bioinformatics: on  +31 622987583 or jan.dehaas@hzpc.nl) or Jephtha Verheijen (HR Advisor: on +31 657086197 or jephtha.verheijen@hzpc.com), before October 10th 2016.
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