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	Date: _______________ 
	Survey ID
	

	Interviewer’s Initials:  ________________
	
	



	Name:
	

	Job Title:
	

	Department:
	

	Institution:
	

	Street Address:
	

	
	

	City, State, Zip:
	

	Country:
	

	Telephone:
	Main:                                    Direct:                                      Cell:

	Fax:
	
	Email:   



[Questions 1, 2, 3 and 6 may be emailed in advance of the interview]
  
1. How would you categorize your organization? [Circle or highlight all that apply.]
a. Major Pharmaceutical Industry 

b. Small Pharmaceutical (biotech, including non-human research – plant, animal, diagnostic)
c. Diagnostic Laboratory
d. Medical & Academic Research Laboratory 

e. Large Research Institution 

f. Genome Center
 (Baylor, TIGR – The Institute of Genomic Research)
g. Service Provider/Core Facility



2. What type of materials are you working on/processing? (What is in your test tubes, refrigerator?)
 [Circle or highlight all that apply.]
a. Molecules (Please specify.)
i. Small molecules
ii. Medium molecules
iii. Large molecules and biopolymers
b. Biologicals (active molecules of biological origin but not synthesized by humans)
c. Transcription factors

d. Enzymes

e. Receptors

f. Transporters, carriers, ion channels
g. Structural proteins
h. Antibodies (mono/polyclonal/engineered)
i. DNA/RNA (genomic DNA, cDNA, mRNA, ribozymes)
j. Clones, plasmids

k. Antisense nucleotides
l. Aptamers
m. siRNA
n. Biosamples
o. Tissues
p. Other (Please specify.) _______________________________________________

3. Which of the following would most closely describe the goal or purpose of your research?
 [Circle or highlight all that apply.]
a. Pathway Analysis

b. Active Compound Search (pharmaceutical)
c. Active Compound Search (plant protection)
d. Target Search & Validation
e. Biomarker Search & Validation
f. Vaccine Search
g. Genetic Associations
h. Pharmacogenomics

i. Toxicogenomics
j. Nutragenomics
k. Whole Genome Sequencing

	Technology
	4. In Use? (Yes/No)
	5. Manufacturer & Model

	a. High – Throughput  Sequencing
	
	

	b. Sequencing Arrays
	
	

	c. DNA/RNA Microarrays
	
	

	d. Quantitative PCR
	
	

	e. 2D Gel Electrophoresis 
	
	

	f. Mass Spectrometry
	
	

	g. Antibody Arrays
	
	

	h. High-Performance Separation Technologies
	
	

	i. Molecular Imaging
	
	

	j. Other (Please specify.)
	
	


6. Which work flow most accurately applies to your methods of research? [Circle or highlight all that apply].


a. Gene Expression

b. Genome Sequencing
c. Genome-Wide Association Studies 

d. Linkage Studies 

e. Genotyping

f. Target Validation

g. Lead Finding
h. Biomarker Development 

i. Vaccine Development
j. Proteome Analysis
k. Toxicogenomics

l. Pharmacogenomics

m. Genetic Engineering 

n. Therapeutic Cloning (SCNT)

o. Herbicide search

Or describe your specific workflow: _________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________

7. What roles does bioinformatics play?  
____________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________

8. What role does LIMS play?  
___________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________
9. What regulatory compliances have to be met?  
____________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________

10. How important is integration of your software and hardware?
________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________

11. Do you have a formal Quality Control process in place (relating to workflow)?  Yes ____ No ____

         If Yes, how would you define the product and its system? 

a. Instrument-based QC
b. LIMS-based QC
c. Manual/homegrown QC
d. None [INTERVIEWER: DO NOT PROMPT WITH THIS ANSWER.]
e. Other: ______________________________________________________________


What bioinformatics tools/software are you using?



	Category
	12. Tool/Software Name
	13. Commercial    or Freeware
(C or F) ask for vendor
	14.  Vendor
	15. Single-User or  Multi-User 

     (S or M)
	16. Do you have external    support? (Yes/No)

	a) Sequence Management (e.g., SRS, GenePicks)
	
	
	
	
	

	b) 
	
	
	
	
	

	c) Sequence Analysis and Annotation (e.g., EMBOSS, FASTA, BLAST, Smith-Waterman, HMMER, ClustalW, BLOCKS, PHLYP, GRAIL, ORF finder, GLIMMER, GENSCAN, GENEPARSER)
	
	
	
	
	

	d) 
	
	
	
	
	

	e) 
	
	
	
	
	

	f) 
	
	
	
	
	

	g) 
	
	
	
	
	

	h) Expression Analysis Software (e.g., Rosetta, GeneChip System, Expressionist, Genomatix, GenSense, HelixTree, Partek, Sapio Sciences)
	
	
	
	
	

	i) 
	
	
	
	
	

	j) 
	
	
	
	
	

	k) 
	
	
	
	
	

	l) Pathway Analysis (e.g., BioMiner, Cytoscape, COPASI, Ingenuity Pathway Analysis, PathwayStudio, KEGG)
	
	
	
	
	

	m) 
	
	
	
	
	

	n) Protein/RNA Structure Analysis and Prediction
	
	
	
	
	

	o) 
	
	
	
	
	

	p) Visualization (e.g., OSPREY, Flickr, VTK)
	
	
	
	
	

	q) Database Systems (e.g., Oracle, MS SQL Server, MySQL, DB2)
	
	
	
	
	

	
	
	
	
	
	

	r) Text Mining (e.g., EBIMed, SAS, SPSS, Rapid Miner)
	
	
	
	
	

	s) 
	
	
	
	
	

	t) 
	
	
	
	
	



Do you run any other software to supplement the above products?
	Category
	17. Vendor & Product Name

	a. LIMS (Lab Information Management System)
	

	b. General Statistics or Numerical Analysis Packages
	

	c. Quality Control
	

	d. Image Processing and Analysis
	

	e. General Text Mining
	

	f. Proprietary
	

	g. Other (Please specify what you use the software for.)
	


In your opinion, what Bioinformatics product and/or vendor is the gold standard in each of the following areas and why?
	Category
	18. Vendor Name
     or In-house
    or None
	19. Why

	a. LIMS (Lab Information
      Management System)
	
	

	b. Data integration
	
	

	c. Sequence Management
	
	

	d. Sequence Analysis &
           Annotation
	
	

	e. Sequence Database
	
	

	f. Pathway Analysis
	
	

	g. Structure Prediction
	
	

	h. Visualization
	
	

	i. Text Mining
	
	


20. Please list the names of the public databases you are using, either mirrored in-house or accessed remotely. 
a. ____________________

d. ______________________

b. ____________________

e. ______________________

c. ____________________

f.  ______________________
21. Please list your proprietary data bases (e.g., for whole genomes).

a. ____________________                             c. ______________________

b. ____________________                             d. ______________________
22. How much data do you have in permanent storage (storage/backup)? [Fill in only one.]
	a. MB (megabyte)
	

	b. GB (gigabyte)
	

	c. TB (terabyte)
	

	d. PB (petabyte)
	

	e. Don’t know
	


23. What is the growth rate of your permanently handled data? [Fill in only one.]
	
	Per day
	Per month
	Per year

	a. MB (megabyte)
	
	
	

	b. GB (gigabyte)
	
	
	

	c. TB (terabyte)
	
	
	

	d. PB (petabyte)
	
	
	

	e. Don’t know
	
	
	


24. What percentage of your total data does each of the following data types represent?
	a. Sequence Data
	               %

	b. Text/Numerical Data
	               %                       

	c. Bitmaps
	               %

	d. Other (i.e., graphical data/internal knowledge-based data. Please specify.)
	               %


25. What are the sources of your data? [Check all that apply.]
	a. In-house sequencing
	

	b. Service Provider Sequencing
	

	c. Microarray Data
	

	d. Quantitative-PCR Data
	

	e. Molecular Imaging data (Blotting, IHC, MR, CLSM, etc.)
	

	f. Other (Please specify.)
	


26. What are your bottlenecks? [Check all that apply.]
	a. Computing Power
	

	b. Storage Space
	

	c. Backup Speed
	

	d. Internet Access
	

	e. Internal Network Capacity
	

	f. Hardware Instability
	

	g. Application Software Instability
	

	h. Application Software Functionality
	

	i. Operating System Problems
	

	j. Manpower
	

	k. Other (Please specify.)
	


27. How do you see bioinformatics changing in the next one or two years?
____________________________________________________________________________
                    ____________________________________________________________________________

____________________________________________________________________________
On a scale of 1 to 3, where 1 is “Not Important” and 3 is “Important,” “How important is it to have…”
	
	1
Not Important
	2
Neutral
	3

Important

	28. External support for your bioinformatics applications?
	
	
	

	29. External support for other software?
	
	
	

	30. External support of your hardware?
	
	
	


31. How do you see your need for external support changing in the next one or two years?

____________________________________________________________________________
                    ____________________________________________________________________________



____________________________________________________________________________
32. a.  How will your spending on external support change in the future? (Check only one)
	a. Increase
	

	b. Stay the same
	

	c. Decrease
	


        
b.  Why? ____________________________________________________________________________
      _________________________________________________________________________________
As I mentioned, we represent a company that currently offers products and services that are used in research applications like yours.  They are planning to make an investment in this area.  On a scale of 1 to 5 where 1 is “not comfortable at all” and 5 is “very comfortable”... 

33. a.  How comfortable would you be purchasing bioinformatics software from a technology vendor?
	1 
Not Comfortable
at All
	2
Somewhat
Uncomfortable
	3
Neutral
on Subject
	4
Somewhat
Comfortable
	5
Very
Comfortable

	
	
	
	
	


        
b.  Please explain your answer:

__________________________________________________________________________
__________________________________________________________________________
__________________________________________________________________________
34. a.  How comfortable would you be purchasing technology from a bioinformatics software vendor?

	1 
Not Comfortable

at All
	2
Somewhat

Uncomfortable
	3
Neutral

on Subject
	4
Somewhat

Comfortable
	5
Very

Comfortable

	
	
	
	
	


        
b.  Please explain your answer:

__________________________________________________________________________
__________________________________________________________________________
__________________________________________________________________________

35. a.  How comfortable would you be purchasing both technology and bioinformatics software from a 
     complete solution provider?

	1 
Not Comfortable

 at All
	2
Somewhat

 Uncomfortable
	3
Neutral

 on Subject
	4
Somewhat

 Comfortable
	5
Very 

Comfortable

	
	
	
	
	


       
b.  Please explain your answer:

__________________________________________________________________________
__________________________________________________________________________

__________________________________________________________________________

36. Are you familiar with your lab’s hardware components?        Yes ____   No ____


IF “YES”, CONTINUE TO QUESTION 37; IF “NO”, SKIP TO QUESTION 38.
37. What hardware components do you use? [Check all that apply.]

	a. Dedicated Hardware (server, workstation, PC)
	

	b. Dedicated Disk Array
	

	c. General IT Infrastructure (intranet access)
	

	d. Mainframe Computers Plus Disk/Disk Arrays
	

	e. SAN (storage area network)/NAS (network attached storage)
	

	f. Processor Arrays
	

	g. Massive Parallel Computer(s)
	

	h. Local Computing Grid
	

	i. Network-Based Computing Grid
	

	j. Provider-Hosted (web-access)
	

	k. Tape Backup Storage (robotic)
	

	l. Other (Please specify.)
	


38. What is your underlying operating system? [Check all that apply.]
	a. UNIX (AIX, IRIX, SOLARIS, SUN, etc.)
	

	b. LINUX (RedHat, Suse, Debian, Knoppix, Ubuntu, etc.)
	

	c. WINDOWS (NT, XP, VISTA)
	

	d. MacOS (8, 9, X)
	

	e. Other (Please specify.)
	


In your opinion, what product and/or vendor represents the gold standard in each of the following areas, and why?

	Category
	39. Product/Vendor
	40. Why?

	a. Computing
	
	

	b. Storage
	
	

	c. Backup
	
	

	d. Network Technology
	
	


41. Who do you consider to be the opinion leaders in systems biology?  
a. _______________________________________________________________________________
b._____________________________________________________________________________

42. Who do you consider to be the opinion leaders in bioinformatics? 

a._______________________________________________________________________________
b.________________________________________________________________________________
                        Thank you for your participation.


May we contact you in the future    YES ____      NO ____
---------------------------------------------------------------------------------------------------------------------------------------------------------------

Report 

Report                 (  Yes      (  Declined
  
Send Report to:
(  Home
(  Work           (  Declined

Mailing Address for Report
Name                             __________________________________________________________

Name of Institution
__________________________________________________________

Department
__________________________________________________________

Street
____________________________________________
City, State, Zip
____________________________________________

Phone Number
____________________________________________
(Direct Line)
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