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Woody cellulosic biomass derived from plant secondary cell walls is one of the most widely 

utilized natural materials on our planet. Recent researches found several key regulatory genes 

controlling xylem cell differentiation, such as NAC (VND7, NST1, SND1, etc) and myb 

(MYB46, MYB83, etc) transcription factors, which comprise a fine transcriptional regulatory 

network. Based on the finding, we have established several experimental systems for analyzing 

secondary cell wall formation: Arabidopsis plants and BY-2 cells expressing the VND7 fused to a 

glucocorticoid-receptor inducibly produce secondary cell walls. I would like to discuss about the 

possibility to modify quantity and quality of woody biomass using such the basic knowledge. 
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